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A solution for any need!
Nuclear Laser Medicine S.r.l. is a company with a presence of thirty years in the in
vitro diagnostic field.
The high level of competence, recognized in various areas of the scientific
community, has allowed our Company to develop in the years innovative devices
with optimal performances and high qualitative standards.
The aim of Nuclear Laser Medicine always been the Customer satisfaction which
results in constant research of new solutions designed to improve the reliability of
the diagnosis.
The commitment of Nuclear Laser Medicine is to mantain and increase the cooperation and reliability with Customers to be their reference point into the Diagnostic
field.
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HEPATITIS
Viral hepatitis, a leading most common diseases in the World, is an inflammatory process of the lover cells (hepatocytes). The triggers are
primarily hepatotropic viruses type A, B, C, D and E.
It is estimed that worldwide about 400 million people are affected by
liver infections.
The evolution of infections to major complications such as cirrhosis and
hepatocellular carcinoma cause, every year, about one million victims.
Chronicity of the disease produced by the B virus (HBV) and C (HCV) is
the common motivation of liver transplants.

Hepatitis C Virus (HCV)
The hepatitis C virus is the leading cause of acute hepatitis caused by viruses that often becomes chronic and
evolves in liver cirrhosis and hepatocellular carcinoma. The infection,
whose transmission comes through contact with infected blood, in
85% of the cases becomes chronic.
The determination of viral load of HCV RNA in samples of plasma/
serum is an important parameter in the management of chronic hepatitis C since its variation is an important indication of the responce of
patients to treatment with antiviral medicine.
The genome of HCV to RNAss in position 5’ presents a highly conserved and untranslated region called 5’-UTR and followed by Core region. These regions are the target for the tests in molecular biology.
Their genetic variability is the basis of the classification of HCV in different types and subtypes of the same genotype
The internationally recognized nomenclature is classified according to Simmonds: from 1a to 1c, from 2a to
2d, from 3a to 3k (in the past corresponding to 10a), from 4a to 4k, 5a, 6a-q and 7a.
The region 5’-UTR contains variable regions between the different genotypes that can provide accurate information on the genotyping of types 1 - 5, 6a - b and 7a, but it does not distinguish accurately subtypes 6g, 6f,
6q, 6m, 1a and 1b. Vice versa the CORE region allows not only the identification of genotypes 6g, 6f, 6q but
improves the accuracy of the distinction between 1a and 1b.
Several clinical studies have shown that different HCV genotypes respond differently to interferon therapy. In
particolar infections with HCV genotypes 1b show a very high percentage of non - responders (90%), while
the genotypes 1a, 2a, 2b and 3a have higher percentage of long-term response, which goes from 50% to 80%
of cases. Genotype 1b is also associated with a more rapid progression of the disease from chronic active
hepatitis to cirrhosis and hepatocellular carcinoma. From these premises can be seen as the genotyping oh
HCV is one of the diagnostic parameters for define correct therapeutic actions.

Bibliography for nomenclature
Hepatology, vol. 42, n° 4, 2005
Simmonds et al.
Consensus proposals for a unified system of nomenclature of hepatitis C virus genotypes.
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Hepatitis C Virus (HCV)
Code
AA896/24
AA910/48

Description

Extraction

Revelation

Quantity

HCV RNA REAL TIME QUALITATIVE 2.0

(AA1318)

RT

24 test

HCV RNA REAL TIME QUANTITATIVE 2.0

(AA1318)

RT

48 test

-

RDB

24 test

Not included

Not included

Remarks

GEN-C 2.0
AC004/24

for genotyping of the more spread HCV genotipes
(1a, 1b, 2a/2c, 2b, 3a, 3b, 3c, 3k, 4a, 4b, 4c/4d, 4e,
4f, 4h, 5a, 6a/6b,6g,6f,6q,6m,7a)

-
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Hepatitis B Virus (HBV)
The hepatitis B virus (HBV) belongs to the family of hepadnaviruses
and is responsible fortransiert liver infections, acute and chronic. The
damage of hepatocytes is a result of the reaction of the immune
system that is activated in an attemp to eliminate the virus. The infection is transmitted parenterally through contact with infected blood
(transfusions, infected syringes), sexually or between mother and fetus. The HBV genome is composed of DNA circular, partially double stranded. The aprroximately
3200 nucleotides are arranged in 4 open reading frame encoding respectively the envelope
(preS1, preS2 and surface antigen HBsAg), the core (precore protein precursor, HBeAg and
HBcAg), polymerase (HBPol) and the protein X (HBX). The virus has a high genetic variability and
is classified into eight genotypes (A to H) on the basis of a difference in sequence superior to 8%.
These genotypes have a distinct geographic distribution and can affect the biology of the virus
and the severity of the disease. In an infected subject, HBV DNA occurs early, already after a week of infection, i.e. about 6 - 16 weeks earlier than the detection of HBsAg (which in turn precedes 1 - 7 weeks the increase of GOT and GPT, bilirubin and the manifestation of clinical
symptoms).
The research of DNA by PCR is therefore a valuable tool for early diagnosi and appropriate
treatment to begin promptly and monitor it over time. The response to therapy and the consequent progressin of the disease are affected mainly bt the genotype, it is important, after the diagnosis operate a genotyping.

Code

6

Description

Extraction

AA205/48

HBV DNA REAL TIME QUALITATIVE 2.0

(AA1318)

AA206/48

HBV DNA REAL TIME QUANTITATIVE 2.0

(AA1318)

Not included

Not included

Revelation

Quantity

RT

48 tests

RT

48 tests

Remarks
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Hepatitis D Virus (HDV)
The hepatitis D virus (HDV) is a small circular RNA virus wellknow as etiologic agent of Hepatitis delta. HDV is considered to
be a subviral satellite because it can propagate only in presence
of HBV (simultaneous or previous infection). Infection by HDV
results in more severe complication to infection with HBV alone, i.e. rapid progression to liver cirrhosis in acute infections
and increasing of liver cancer in chronic infections. The mortality rate for HDV infections lies between 2% and 20%, values
that are ten times higher than for Hepatitis B, and HDV should
be considered in any individual who is HBsAg positive or has
evidence of recent HBV infection.

Code

AA1277

Description

Extraction

HDV Real TM Quant

(AA1001)

Not included

Revelation

Quantity

RT

100 test

Remarks
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Sexually Transmitted Diseases (STDs)
Sexually transmitted infections are transmitted during the act and sexual
contact. STDs are diseases coused by about 30 different etiologic agents
including bacteria,fungi, parasites or viruses. The incidence of which is
increasing due to increate mobility and the tendency to have sex with
multiple partners. The World Health Organization estimates taht each year occour in the world more than 340 million new cases of sexually transmitted infections, excluding HIV.
SDTs represent globally, a major cause of acute illness, infertility , long
term disability and even death, with serious consequences for the physical
and psycological health of millions of men, women and children. The diagnosis and timely treatment of these infections are essential to reduce the
infectivity of the subject and limit the spread of the infection.

Chlamydia trachomatis
Chlamydia trachomatis is an intracellular bacterium that causes trachoma, of which the conseguencess can lead to blindness, reactive arthritis, lynphogranuloma venerum and many sexually
transmitted diseases that can also lead to infertility, conjunctivitis and pneumonia in infants infected mothers.
The infection is part of the most common sexually transmitted diseases and is more comon in
young population between 15 and 25 years, with a rate of 7.7% compared to 5.5% of the general
population. The genetic material of this bacterium consists of a genomic DNA of 1000 kbp and 7.5
kbp of a crypric plasmid, present in 7-10 copies per bacterium, which is sometimes lost in some
strains.
Most infections with Chlamydia is asymptomatic in both males and females, however, a lack of or
incorrect diagnosis can lead to irreversibile deterioration in the course of the disease, which is
why it is important to make a timely and accurate diagnostis of this infection.

Code
AA842/50
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Description

Extraction

Chlamydia Trachomatis 2.0

(AA1001)

Not included

Revelation

Quantity

RT

50 tests

Remarks
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Neisseria gonorrhoeae
Neissera gonorrhoeae is a sexually transmitted disease (STD) caused by a bacterium Nesseiria gonorreae. Gonorrheaec an grow easily in the warm, moist areas of the reproductive tract, including
the cervix (opening to the womb), uterus (womb) and Fallopian tubes (egg canals) in women, and in
the urethra (urine canal) in women and men. The bacterium can also grow in the mouth, troath, eyes and anus. Gonorrhea is a very common infectious disease. CDC (center for diseases controls) estimates that , annually, more than 700.000 people in the United States get new gonorrhoeae infections and less than half of these infections are reported to CDC. People get gonorrhoeae having sex
with someone who has the disease and can still be spread from an untreated mother to her baby
during childbirth.
People who have had have had gonorrhoeae and have been treated may get infected again if they
have sexual contact with a person infected. Untreated gonorroeae can cause serious and permanent
health problems in both women and men. In women, gonorrhoeae can spread into uterus (womb)
or fallopian tubes (egg canals) and cause pelvic inflammatory disease. In men , gonorrhoeae can
cause a painful condition called epididymitis in the tubes attached to the testicles. In rare cases, this
may prevent a man from being able to father children.

Code

Revelation

Quantity

(AA1001)

RT

100 tests

Description

Extraction

Revelation

Quantity

AA1213

N.gonorrhoeae/C.trachomatis/
M.genitalium/T.vaginalis Real-TM

(AA1001)

RT

100 tests

AA1216

Ureaplasma parvum Ur.urealyticum/
M.hominis Real-TM Quant

(AA1001)

RT

100 tests

AA1084

Description

Extraction

Neisseria gonorrhoeae Real – TM

Not included

Remarks

STD Multiplex
Code

Not included

Not included

Remarks
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Human Papilloma Virus (HPV)
The cervical cancer is one of the most common forms of cancer among women, with about 500.000 new cases per year and 250.000 deaths wordwide. The World Health Organization (WHO) has recognized the cervical cancer as the first neoplastic form totally due to a viral infection caused by a Human Papilloma Virus
(HPV).
HPV is a DNA Virus belonging to the family of papovavirus and is generally identified by the type that cause
infection in the host:


Skin infection: affect the keratinized epithelium



Mucosal infections: affect mucosal epithelium

Mucosal infections affecting the genital mucosa, oral, conjuctival and respiratory, inducing epithelial proliferation.
Until now have been indentified more than 200 strains of HPV, about 40 types infect the mucous membranes , especially those of the genitals, causing venereal warts, also know as genital warts or cockscomb. Some
lesions may progress to severe forms of cancer. This is the reason HPVs that infect mucous membranes are
divided according to their “aggressiveness”:


Low risk (non-oncogenic): cause begin genital lesions at low risk of malignant transformation
(the most common serotype 6:11, which alone are responsible for about 90% of venereal
warts).



High risk (oncogenic): cause genital lesions at high risk of malignant transformation (the most
common serotype 16, 18, 31, 45 and 66. Serotypes 16 (about 50%) and 18 (about 16%) are responsible for about 70% of cervical cancers, as well as other cancers anogenital region. Other
strains have been descrive as intermediate risk : 33, 35, 39 51, 52, 56, 58, 59 and 68. It is estimed that at least 75% of exually active women are infected in the course of their lives with an
HPV of any type and that over 50% are infected with a type of high oncogenic risk.

The incidence is significantly lower than in most developed countries through prevention (PAP testing
and vaccination) with frequent screening that allow you to indentify womne with increate risk of this disease.

Code

AA1115

AA1335/100
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Description

Extraction

HPV High Risk Screen Real-TM Quant 2X

(AA1001)

HPV Genotypes 14 Real-TM Quant
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66 and 68

Not included

Not included

(AA1001)

Revelation

Quantity

RT

100 test

RT

100 test

Remarks
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Coronary Artery Disease (CAD)
Coronary Artery Disease and its clinical manifestations, including myocardial infarction (MI), are among the leading causes of morbidity and mortality in the western world, Not all clinical cases are attributable to traditionlal risk factors (age, sex, hypertension, diabetes mellitus, dyslipidemia,
smoking, etc). In particolar, in the forms “premature” of coronary artery
disease, the only apparent risk factor is a family history of cardiovascular
disease, suggesting a genetic component as a determining factor in the genesis of the disease. Recently, several studies have been conducted to identify the genes responsiblefor the inheritance of
this complex disease. GWA studies (Genome-Wide Association), screening of the human genome
has led to identify several SNPs (common DNA variants associated with the phenotype of interest)
associated with coronary artery disease, affecting chromosomal loci other than traditional cardiovascular risk factors. The risk alleles identified to date are quite frequent in the western population
and they’re given a cumulative effect: the greater the number of risk alleles present in an individual,
the higher the genetic risk alleles present in an individual, the higher the genetic risk of developing
coronary artery disease. Therefore from a clinical standpoint, the survey conducted on these genetic
loci may represent an additional tool in the assessment of risk associated with CAD and lead to a
possible preventive therapy.
Code

AC097

Description

Extraction

Cardio Kit
Genetic analysis of 11 of the most important
polymorphisms associated to the Coronary
Artery Disease

(AA1001)

Not included

Revelation

Quantity

RDB

25 tests

Remarks

Alpha & Beta Thalassemia
Alpha and Beta Thalassemia are severe forms of anemia caused by specific mutations in the globin
genes of the haemoglobin molecule. Thalassemias belong to the most frequent hereditary diseases
posing a major public health problem. Our kits identify the most relevant mutations

Code

Description

Extraction

AC091

Beta Globin Test

(AA1001)

AC099

Alpha Blobin Test

(AA1001)

AC104

Beta Globin Plus Test

(AA1001)

Not included

Not included

Not included

Revelation

Quantity

RDB

10 tests

RDB

10 tests

RDB

20 tests

Remarks
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Coagulation
Are considered cardiovascular diseases all diseases of the heart
and blood vessels. The most frequent heart disease, coronary
artery disease, including acute myocardial infarction, angina
pectoris, and cerebrovascular disease including ischemic stroke
and hemorrhagic.
In the early twentieth century, cardiovascular diseases were
considered the cause of abort 10% of total mortality worldwide.
At the end of the century, the proportion rose to 50% in industrialized countries and still represent the leading cause of death in Western countries.
Cardiovascular disease is considered to be multifactorial since synergies generated by both environmental and genetic. Among the main causes and/or risk factors a major role play the age, male
gender, family history of coronary artery disease , diabetes mellitus, hypertension, hypercholesterolemia, smoking and stress. These factors, however, are not sufficient to explain all cases of myocardial that manifest themselves in individuals not at risk and, for this reason, research and clinical studies have been directed towards the identification of new markers is related to various cycles metabolic (including coagulation and inflammatory processes) both at gene level in order to indentify teh
genetic predisposition to the development of a specific cardiovascular disease.

Code

Description

Extraction

AA831

FACTOR II REAL TIME (FRET)

(AA1001)
(AA898)

AA832

FACTOR V (G1691A) REAL TIME (FRET)

(AA1001)
(AA898)

AA933

FACTOR V (H1299R) REAL TIME (FRET)

(AA1001)
(AA898)

AA981

FATTORE V (Y1702C)

(AA1001)
(AA898)

AA901

MTHFR (C677T) REAL TIME (FRET)

(AA1001)
(AA898)

AA902

MTHFR (A1298C) REAL TIME (FRET)

(AA1001)
(AA898)

AA1034

PAI-1 (4G/5G) REAL TIME (FRET)

(AA1001)
(AA898)

Revelation

Quantity

RT

50 tests

RT

50 tests

RT

50 tests

RT

25 tests

RT

25 tests

RT

25 tests

RT

25 tests

Not included

Not included

Not included

Not included

Not included

Not included

Not included
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Coagulation

Code
AA1397/48

Description

Extraction

CVD-6 Mutliplex
(FRET)

not included

AA1370/48

Factor V/Factor II Duplex Mix
(TAQMAN)

AA1371/48

MTHFR C677C/A1298C Duplex Mix (TAQMAN)

AA1399/48

PAI-1/FV H1299R Duplex Mix
(TAQMAN)

(AA1001)
not included

(AA1001)
not included

(AA1001)
not included

(AA1001)

AA780

Factor V Leiden (G1691A)
(TAQMAN)

AA781

Factor II (G20210A)

AA785

MTHFR (C677T)

AA786

MTHFR (A1298C)

AC034

Screening Test Thrombophilic Disease
7 mutations

not included

AC082

Screening Test Thrombophilic Disease
3 mutations

not included

AC084

CVD 14

not included

(AA1001)
not included

(AA1001)
not included

(AA1001)
not included

(AA1001)

(AA1001)

(AA1001)
not included

(AA1001)

Revelation

Quantity

RT

48 tests

RT

48 tests

RT

48 tests

RT

48 tests

RT

48 tests

RT

48 tests

RT

48 tests

RT

48 tests

RDB

25 tests

RDB

25 tests

RDB

20 tests

Remarks
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Hemochromatosis (HH)
The Hereditary Hemochromatosis (HH) is a disease due to alteration
in the gene encoding proteins involved in iron metabolism. The mutations lead to an excessive absorption of iron from the intestine. The
gradual accumulation of this metal in the tissues causes damage at
the level of major organs such as the liver, pancreas and heart.
Hemochromatosis is an autosomal recessive disease with a generic
incidence of about 1 in 300 - 350 individuals of Northern European
descent. The frequency in the italian population has been recently evaluated to be about 1 in 15002000 individuals.
Depending on genes involved and symptoms, four different types of Hemochromatosis have been
characterized. The defective HLA class I HFE gene, located on Chromosome 6, is responsible for the
most common type of HH. C282Y and H63D are the main mutations that affect HFE gene. Most Patients (64% to 95% depending on the studied population) are homozygous for the C282Y and a minor part is compound heterozugous for C282Y and H63D. Patients homozygous for H63D generally
exhibit a normal level of iron except in the case of an eccessive alcohol assumption, haemolytic anaemia or estende iron treatment. The S65C mutation has been also identified on HFE gene. This substitution causes light iron accumulation in tissues in particolar compound heterozygous S65C/C282Y.
Other HFE mutations are un common or specific for defined geographical regions, identified in single
patients, famiglie or in association with C282Y.
Code

Description

Extraction

AA978

HEMOCHROMATOSIS HFE H63D - S65C REAL TIME
(FRET)

not included

AA979

HEMOCHROMATOSIS HFE C282Y REAL TIME (FRET)

AC062

HFE 3 mutations

AC066

Hemochromatosis 15 mutations

14

(AA1001)
not included

(AA1001)
not included

(AA1001)
not included

(AA1001)

Revelation

Quantity

RT-

25 tests

-RT

50 tests

RDB

25 tests

RDB

25 tests

Remarks
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Pharmacogenetic
The most commonly prescribed oral anticoagulant used fro the prevention and treatment of individuals with thromboembolytic problems
are coumarin derivatives, like warfarin (Coumadin®) phenprocoumon
(Marcumar®) or acenocoumarol (Sintrom®). However the narrow terapeutic range and the wide interpatient variability in dose requirement
make anticoagulation response to ever the narrow therapeutic range
and the wide interpatient variabilità in dose requirement make anticoagulation response to coumarin derivates unpredictable. As a result, patient require frequent monitoring to adverse effects and mantain therapeutic efficacy. Interpatient variability is mainly affected
by age, gender,bodi mass index (BMI), use of concomitant medications and genetic variation; among
these, polymorphisms in VKORC1 and CPY2C9 genes jointly account for about 40% of the individual
variability in dose requirements. Improved patient safety and reduction in healthcare costs could be
realized by decreasing the time require to achieve a stable International Normalized Ratio in prothrombin time, thereby decreasing the risk of adverse events and the lenght of hospitalization for
some patients. The importance of this initiative is underscored

Code

AA1107

Description

Extraction

Anticoagulants Genetic Resistance REAL TIME
(FRET)

(AA1001)

Not included

Revelation

Quantity

RT

25 tests

Remarks
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Interleukin 28B
About 170 millions people worldwide are infected with HCV and
subjected, currently, to standard therapy with peg-interferon and
ribavirin (PEG-RBV). Only 50% of patients with HCV genotype 1
shows a sustained viral remission (SVR). In addition, these drugs
have serious side effects that someties require the suspension or
modification of the administered dose.
Multiple studies have shown that the outcome of therapy is influenced by both the viral genotype which causes related to the
host. Independent studies have identified a reagion of the gene L'espressione della IL28B (insieme ad altre due
IL28B on chromosome 19 that encodes the protein IFN -λ3 impli- citochine IL28A ed IL29) è indotta ed attivata
cated in the immune response against HCV. Particularly, in this
region emerged as polimorphisms (rs12979860 and rs8099917) strongly associated with interindividual variability and that correlate with increased SVR in patients infected with HCV genotype 1. The
reduction of HCV RNA, after 7 days of therapy, is demonstrated to be higher in patients with C / C
(rs12979860) or T / T (rs8099917) compared to subjects with the other two variants.
An evaluation of these SNPs in combination with other traditional predictors of therapeutic response can afford to separate patients into so-called “non-responders”, for which it will be evaluated the
possibility of administering alternative therapies also according to new antiviral drugs available, and
patients instead “responder” genotype favorable, which may be given standard therapy maybe personalizing it in terms of duration.

Code

AA1181

16

Description
INTERLEUKIN 28-B REAL TIME (FRET)
Investigates polimorphisms rs12979860 and rs8099917

Extraction
Not included

(AA1001)

Revelation

Quantity

RT

50 tests

Remarks
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Cystic Fibrosis
Cystic Fibrosys (CF) is the most common congenital, chronic disease that is transmitted with an autosomal-recessive mechanism in
the Caucasian population: disease occurs in 1/2500-2700 among
newborn alive. Cystic Fibrosis is due to ananomaly in the CFTR
protein (Cystic Fibrosis Transmembrane Conductance Regulator)
placed in the apical membrane of epithelial cells. Its function is
related to the regulation of electrolytic Exchange. In 1989 the gene coding for CFTR protein was mapped on 7q chromosome (long
-arm). Alterations in the protein structure lead to problems in the salt-transport pathways with the
production of dehidrated secretions. Sweat is very rich in Na and CI, mucus is dense and sticky and
tends to obstruct ducts.
Cystic Fibrosis affects lots of organs and apparatus: respiratory apparatus, pancreas, liver and gut. In
males reproductive apparatus is very often affected. The disease could manifest very early, in neonatal age or in the first week/month of life with different levels of severity and, in some cases, related to particular genetic mutations. The disease may seldom manifest in the adolescent or adult life
with mild clinical profile. Detection of most prevalent mutations and macrodeletions into CFTR gene
is the first step tool to diagnose Cystic Fibrosys.

Code

Description

Extraction

CYSTIC FIBROSIS

(AA1001)

AC089

CF PLUS

(AA1001)

AC033

CF DEL

(AA1001)

AA1358/48

CF Fast

(AA1001)

AA1413/48

CF FAST Plus

(AA1001)

AC023/25

Not included

Not included

Not included

Not included

Not included

Revelation

Quantity

RDB

25 tests

RDB

25 tests

RDB

25 tests

AF

48 tests

AF

48 tests

Remarks
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Celiac Disease
Celiac Disease (CD), also known as celiac sprue and gluten sensitive enteropathy, is an autoimmune type of gastrointestinal disorder. It is characterized by malabsorbtion resulting inmalnutrition and severe complications, due to inflammatory injury to
the mucosa of the small intestineafter the ingestion of wheat
gluten or related rye and barley proteins. Current CD is defined
a multifactorial immuno-mediated disorder, associated to HLA
system, influenced by both environmental (gluten proteins) and
genetic factors (predisposition).
Advanced studies demonstrate correlation between immune response induced by gluten and MHC
II system: in 90% of cases, celiac disease is associated to HLA class II antigen DQ2, whereas in 6-8% is
associated to HLA class II antigen DQ8 (heterodimers DQA1*0501/DQB1*0201, DQA1*0301/
DQB1*0202 and DQA1*0301/DQB1*0302 respectively).
HLA association in celiac disease can be explained by a superior ability of DQ2 to bindthe biased reperto ire of proline-rich gluten peptides that have survived gastrointestinal digestion and that have
deamidated by tissue transglutaminase.
The Pathogenic mechanism of CD involves a tissue transglutaminase, it is expressed on the subepithelial layer of intestinal epithelium. This enzyme is the target of endomysial autoantibody, where it
deamidates the glutamine residues present in gluten resulting in glutamic acids. Deamidated peptides adhere strongly to the binding grooves of HLA-DQ2 and DQ8 molucules and elicit strong T-cells
respondses.
HLA-DQ2 bound peptides are thought to cause CD. Both HLA-DQ2.2 predispose to disease: HLADQ2.5 may present a large repertoire of gluten peptides, whereas HLA-DQ2.2 may present only a
subset of these peptides. Additionally there is an HLA-DQ2 gene dose effect in the development of
CD: peptide presentation was superior in HLA-DQ2 homozygous antigen presentino cells compared
with HLA-DQ2/non-DQ2 cells, when HLA-DQ2.5/DQ2.2 heterozygous cells induced intermediate levels of proliferation and inflammatory cytokine secretion.
The genetic predisposition associated to HLA system can only partially explain the presence of CD;
however this association allows to use the HLA investigation as test with negative predictive value
or to identify people risk.
Laboratory tests, fundamental for the classificationof the disease, are often able to detect celiac patients with subtle and not easy to interpret clinical signs.

Code

AC083

18

Description

Extraction

CeLia - Type Strip Assay

(AA1001)

Not included

Revelation

Quantity

RDB

25 tests

Remarks
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Accessory Reagents:


Code

Extractions

Description

Application

Quantity

Remarks

AA340

DNA EXTRACTION
(Tissue or Bacteria Culture)

Manual

50 tests

Column

AA898

RAPID EXTRACTION OF HUMAN GENOMIC DNA

Manual

50 tests

Column

AA1001

DNA EXTRACTION
(Whole blood and biological fluids)

Manual

25 tests

Column

AA1318

VIRAL DNA/RNA EXTRACTION
(For JANUS® - Perkin Elmer)

Automation
Manual with CA146

48 tests

Magnetic Beads

CA146

MAGNETIC SEPARARTOR FOR AA1318
(to use manually AA1318)

-

-

-

Software

Code

Description

Remarks

DO020

Omega Race System for Cardio Kit
(for AC097)

On Demand

DO021

Software for CF FAST and PLUS
(for AA1358/50 and AA1413/48)

On Demand

DO022

Software Real Gene

On Demand
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General Conditions
This catalogue is valid for the period indicated on the front cover. The same replaces the one
previously released. Catalogue may be subjected without any prior notice to revisions in whole or
in part, including the introduction or discontinuation of one individual product.
ORDERS
Nuclear laser Medicine S.r.l. riserve the right to accept or decline any single order.
Each order should be firstly agreed with the export department.
RESPONSIBILITY AND SHIPMENT
Shipment of goods is on Customer charge and under its responsibility. Under no circumstances
damages due to tran sport may be charged to Nuclear Laser Medicine S.r.l.
Nuclear Laser Medicine S.r.l. riserve the right to divide each single order in more different shipments in accordante with the availability of each single ordered good.
COMPLAINTS
Any complain must be sent in writing to Nuclear Laser Medicine S.r.l. within 10 days of the date
of receipt of the goods together with the return of the damaged goods. The expiry of this period
corresponds to the deprivation of any right of claim
JURISDICTION
For any dispute will be considered teh court of Milan - Italy -
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...from 30 years always with You!
NOTE
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Operative offices: Viale delle Industrie, 3
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Phone +39-02-952451 - FAX +39-02-95245237.8
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